





Largest segment = 14.1 cM

Total Half-Match segments (HIR) 33.1cM (0.924 Pct)
Estimated number of generations to MRCA = 4.4

3 shared segments found for this comparison.
411868 SNPs used for this comparison.
52.062 Percent of SNPs are full identical.

Comparison took 0.291.
CPU time used: 0.041.
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